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What mitocondria can do. An unexpected function.

The possibility that mitochondrial DNA (mtDNA) can act on nuclear gene expression has been suggested only recently: mtDNAs have been
found to produce small noncoding RNAs (sncRNAs), long non-coding RNAs (IncRNAs) and peptides, all of them suggested or demonstrated to
interact via different pathways with the nucleus. Our research aims at characterizing the retrograde mitochondrial-to-nucleus signaling by
mitochondrially encoded small RNAs (called small mitochondrial highly transcribed RNAs, smithRNAs), in a comparative way.
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